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Abstract: Oxidative stress (OS) is a significant cause of DNA fragmentation and is associated with
poor embryo development and recurrent miscarriage. The aim of this study was to compare two
different methods for assessing seminal OS and their ability to predict sperm DNA fragmentation
and abnormal semen parameters. Semen samples were collected from 520 men attending for
routine diagnostic testing following informed consent. Oxidative stress was assessed using either
a chemiluminescence assay to measure reactive oxygen species (ROS) or an electrochemical assay
to measure oxidation reduction potential (sORP). Sperm DNA fragmentation (DFI) and sperm with
immature chromatin (HDS) were assessed using sperm chromatin structure assay (SCSA). Semen
analysis was performed according to WHO 2010 guidelines. Reactive oxygen species sORP and
DFI are negatively correlated with sperm motility (p = 0.0012, 0.0002, <0.0001 respectively) and
vitality (p < 0.0001, 0.019, <0.0001 respectively). The correlation was stronger for sORP than ROS.
Reactive oxygen species (p < 0.0001), sORP (p < 0.0001), DFI (p < 0.0089) and HDS (p < 0.0001)
were significantly elevated in samples with abnormal semen parameters, compared to those with
normal parameters. Samples with polymorphonuclear leukocytes (PMN) have excessive ROS levels
compared to those without (p < 0.0001), but sORP and DFI in this group are not significantly increased.
DNA fragmentation was significantly elevated in samples with OS measured by ROS (p = 0.0052) or
sORP (p = 0.004). The results demonstrate the multi-dimensional nature of oxidative stress and that
neither assay can be used alone in the diagnosis of OS, especially in cases of leukocytospermia.
Keywords: oxidative stress; reactive oxygen species; chromatin; DNA fragmentation; DNA oxidation;
male infertility; spermatogenesis

1. Introduction
Oxidative stress (OS) is thought to be the pathologic molecular mechanism underpinning the
majority of known clinical, environmental and lifestyle causes of male infertility. It is associated
with varicocoele, genitourinary tract infection, prostatitis, obesity, tobacco smoking, endocrine
imbalance and testicular dysfunction [1–4]. OS occurs when the physiological balance of oxidants
and reductants in a system is disturbed as a result of excessive production of reactive oxygen
species (ROS) or a reduction in levels of antioxidants [5]. Oxidative balance is essential for normal
sperm function [2,4,6–9]. Reactive oxygen species include superoxide anion (O2 −• ), hydroxyl radical
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(OH•), hydrogen peroxide (H2 O2 ), peroxynitrite (ONOO−), nitric oxide (•NO) or hypochlorous
acid (HOCl). Reactive oxygen species are required at low levels for chromatin and flagellar protein
modification during spermatogenesis [10] as well as for the normal process of sperm hyperactivation
and capacitation [2,6–9]. However, at high levels, OS impairs fertilisation through interference with
capacitation and the acrosome reaction [4,6,8].
Sperm are exposed to OS during spermatogenesis as well as during epididymal storage and
transit through the reproductive tract and at ejaculation [4,8,11]. Reactive oxygen species may be
produced extrinsically by infiltrating polymorphonuclear leukocytes (PMN) [12–15] or from the
presence of oxidants in the seminal fluid resulting from tobacco smoking, excessive testicular heat or
other environmental toxins [3,4]. On the other hand, ROS can be generated intrinsically, primarily
as a result of electron leakage in the sperm mitochondria, from cytosolic L-amino acid oxidases
and plasma membrane nicotinamide adenine dinucleotide phosphate (NADP) oxidases [6,16,17].
High levels of ROS are also produced by abnormal sperm that retain excess residual cytoplasm
as a result of incomplete sperm maturation [6,18]. As the sperm have negligible sources of
intracellular antioxidants, ROS levels may remain elevated, leaving vulnerable molecules susceptible
to oxidative attack [6,8]. Reactive oxygen species are extremely harmful because they target every
cellular constituent, which has serious consequences for cell signalling and the function of the
sperm. The sperm plasma membrane is particularly susceptible to oxidation as it is enriched in
polyunsaturated fatty acids. These lipids can be oxidised through a series of chain reactions to release
potentially toxic and mutagenic aldehydes and alkenals [6,15,19,20]. Importantly, sperm DNA is
exquisitely sensitive to oxidative attack, resulting in impairment of embryo development, increased
risk of gene mutations and miscarriage, congenital malformations and a high frequency of diseases
in the offspring [3,5,8,11,19,21,22]. A serious consequence of OS is that it interferes with epigenetic
modification and there are reports of abnormalities in sperm gene methylation as a direct result of
oxidative insult [23–25]. There is good evidence to link unexplained infertility and recurrent pregnancy
loss with both oxidative stress and sperm DNA fragmentation which are significantly elevated in
infertile men [26–29] and in men whose partners experience miscarriage [11,30,31].
For many decades, semen analysis has been considered the gold standard for assessment of
male infertility. However, this subjective microscopic analysis is poorly correlated with infertility
and fails to provide any information about sperm function. More recently, assessment of sperm
DNA fragmentation has been implemented as a more reliable marker for male infertility [32], yet it
also has limitations as it does not address the plethora of other physiological and pathological
functions regulated by oxidative stress in sperm. Assessment of OS can be performed in semen using
a chemiluminescence assay [33–35]. This test measures the oxidation of luminol, a chemiluminescent
probe, providing information about the levels of oxidants in the system. Alternatively, oxidative stress
can be measured using a novel electrochemical assay which determines the oxidation reduction
potential of the system taking into consideration all of the oxidants and antioxidants that are
present [36,37]. The latter test is a simpler and more efficient method to determine OS. However,
the two tests look at different aspects of oxidative stress, but it is precisely because of this that we
consider it important to determine which assay may be more clinically relevant if we are to implement
them as useful diagnostic tests. In order for an assay to be accepted as a clinically relevant diagnostic
test, it should be able to predict abnormalities in markers known to be affected by it. While previous
studies of the chemiluminescence and redox assays have shown an association of OS with clinical
markers such as semen parameters [28,38–41] and sperm DNA fragmentation [40,42–46], to date
a comparison of the two assays has not been performed. This study presents the first comparison of the
two assays to determine which assay is more predictive of impaired semen quality. The association of
oxidative stress markers (ROS and sORP) with sperm DNA fragmentation and semen parameters was
investigated. Given that leukocytes are a major source of extrinsic ROS and that the role of leukocytes
in male infertility remains controversial, the assays were also compared between samples with and
without leukocytospermia. The results show a clear association between OS and sperm DNA damage,
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as well as impaired semen parameters irrespective of the method used to measure OS, although sORP
is more predictive than ROS, especially in cases of leukocytospermia. It is proposed that differences
between the methods may be explained in part by a difference in sensitivity for measurement of OS in
extrinsic versus intrinsic compartments of the sperm in seminal fluid.
2. Materials and Methods
2.1. Ethics Statement
This study was approved by the Faculty of Sciences Research Ethics Advisory Group for Human
Participants at the University of Kent (ID number 0601516) and adhered to the current legislation on
research involving human subjects in the UK.
2.2. Semen Samples
Semen samples were collected from men who were attending for diagnostic semen analysis and
who had given their informed consent to use any of the sample that remained after analysis for the
study. Participants were advised to have 2–5 days sexual abstinence before providing a sample on
site. A total of 599 samples were provided for the study, of which 79 were excluded. Exclusion criteria
were incomplete sample collection, febrile illness during the previous 12 weeks, both of which may
have affected the reliability of the results, and samples containing less than 1 million/mL sperm as
ROS and sORP measurement are inaccurate and unreliable when the sperm concentration falls below
this value. Of the men who consented, 496 were included in the study. Of these, 24 had attended for
a repeat semen analysis following a clinical management plan. Semen analysis was performed as part
of diagnostic testing according to the WHO 2010 criteria [47]. Samples were incubated at 36◦ C (±1 ◦ C)
to liquefy prior to analysis. All samples were analysed at 20 ± 5 min after production. Leukocytes were
identified using a peroxidase screen (LeucoScreen, FertiPro N.V. Belgium) and differential cell counting
on Papanicoloau stained slides assessed under oil immersion at ×1000 magnification. The distribution
of semen samples in the study cohorts is shown in Table 1. The heterogeneity of the semen samples is
evenly distributed among the OS study groups. Teratozoospermia was the most prevalent abnormality
in both study groups, constituting 24% of all samples. Less than 10% of samples assessed for OS had
abnormalities in all three major semen parameters.
Table 1. Distribution of semen samples classified according to WHO (2010) criteria in the patient
study cohorts.
ROS

sORP

Number of Patients

%

Number of Patients

%

Normozoopsermia

172

34.6

139

46.2

Oligozoospermia

18

3.6

9

3.0

Asthenozoospermia

8

1.6

6

2.0

Teratozoospermia

119

24.0

72

23.9

Oligoasthenozoospermia

1

<1

1

<1

Oligoteratozoospermia

69

13.9

32

10.6

Asthenoteratozoospermia

29

5.8

11

3.7

Oligoasthenoteratozoospermia

49

9.9

15

5.0

Leukocytospermia

31

6.3

16

5.3

TOTAL

496

-

301

-

ROS = reactive oxygen species; sORP = static oxidation reduction potential.
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2.3. MeasuringReactive Oxygen Species Using Chemiluminescence
Reactive oxygen specieslevels were measured using a CE-marked single-tube Luminometer
(Modulus Model no. 9200-001; Turner Biosystems Instrument Inc., Sunnyvale, CA, USA). Luminol
was used as the probe, which is oxidised in the presence of ROS, resulting in chemiluminescence.
The general methodology for this test has been reviewed elsewhere [34,35]. Briefly, negative and
positive controls were run daily. Negative controls were prepared using 400 µL phosphate buffered
saline (PBS) with 10 µL of a luminol working solution (Sigma-Aldrich, Dorset, UK) (5 mM luminol
prepared in dimethylsulphoxide (DMSO)). Positive controls were prepared using 395 µL PBS, 5 µL
30% H2 O2 and 10 µL of 5 mM luminol working solution. When measuring ROS in semen, 10 µL of
luminol working solution was added to 400 µL of liquefied whole semen at 20 min post-ejaculation
and measured immediately. Results were normalized to the sperm concentration and reported in
relative light units (RLU)/sec/106 sperm.
2.4. Measuring Oxidation-Reduction Potential Using MiOXSYS
The ORP of semen samples was measured using the CE-marked MiOXSYS platform (MiOXSYS,
Aytu BioScience Inc., Englewood, CO, USA). The analyser consists of an ultrahigh impedance
electrometer with a self-contained electrochemical cell with platinum working and counter electrodes,
and a 3 M KCl, Ag/AgCl reference electrode [48]. For the assay, a 30 µL sample is applied to a sensor
which is inserted into the analyser. The voltage is measured between the reference and working
electrodes every 0.5 s. The final sORP (static oxidation reduction potential) reading on the analyser
display screen is the average of the final 10 s (20 readings). Higher sORP readings indicate an imbalance
that favours the pro-oxidants and therefore suggests the presence of oxidative stress in the sample [48].
A reading in mV is displayed on the MiOXSYS analyser. This value is normalised to the sperm
concentration of the sample. The result is reported as mV/106 sperm/mL.
2.5. Measuring Sperm DNA Fragmentation
The sperm chromatin structure assay (SCSA® ) was utilized to assess DNA fragmentation. Details
of the SCSA® have been described in detail elsewhere [32]. In brief, sperm are treated with a low pH
buffer for 30 sec that opens up the two DNA strands where there is either a single (sd) or double (ds)
DNA strand break. Acridine orange complexes with ds DNA and fluoresces green while complexing
with sd DNA produces red fluorescence. Those sperm with any measurable increase in red fluorescence
are scored as sperm with DNA fragmentation (DFI). Additionally, we included assessment of the
fraction of high DNA stainable (HDS) cells, which are considered to represent immature spermatozoa
with incomplete chromatin condensation.
2.6. Statistical Analysis
All data were analysed using the Statistical Analysis Systems software package (SAS Inst. Inc.,
Cary, NC) version 9.4. Data were tested for adherence to normality using PROC UNIVARIATE (SAS,
2013). The CORR procedure of SAS (PROC CORR, SAS 2013) was used to determine correlations
between various semen parameters. Pearson correlation coefficients (R2 ) and p values were estimated
and reported for all parameters. Due to the expected non-normality of quantitative variables in
this study, group comparisons were performed with Kruskal–Wallis test for 3-group comparisons,
or Wilcoxon rank sum test for pairwise group comparisons using the NPAR1WAY procedure of SAS
(PROC NPAR1WAY, SAS 2013). These nonparametric tests were used for age, sperm concentration/mL,
total motility, progressive motility, vitality, morphology, PMN concentration, ROS, sORP, DFI and HDS
values. In all cases, p values < 0.05 were considered to be statistically significant.

Genes 2019, 10, 236

5 of 14

3. Results
3.1. Correlation between OS and Sperm DNA Damage; Comparison between Two Methods of OS Measurement
This study investigated whether there is a direct correlation between OS and DNA damage and
whether the observations are consistent between the two methods of OS measurement. Observations
were made with and without inclusion of samples with leukocytospermia as they are known to generate
high levels of exogenous ROS and may obscure the effects of ROS generated endogenously. Initially,
it was necessary to determine whether detection of OS was comparable between the two methods
of assessment. Oxidative stress was assessed in 315 samples using either the chemiluminescence
assay or oxidation reduction potential assay. Results showed only a weak but nevertheless significant
positive correlation between observations for ROS and sORP (R2 = 0.1172, p = 0.0376, n = 315).
Interestingly, when samples with leukocytospermia are excluded, the correlation between sORP and
ROS is marginally stronger (R2 = 0.15095, p = 0.0089, n = 299). When OS was compared to DFI
levels, ROS was highly significantly correlated to DFI, exhibiting a moderate positive relationship
(R2 = 0.24316, p = 0.0002, n = 237). Oxidation reduction potential shows a similar relationship to DFI,
however this is not significant and may be due to the relatively low sample numbers (R2 = 0.23992,
p = 0.1043, n = 47). The ROS versus DFI correlation is also slightly stronger in the absence of data
from patients exhibiting elevated PMN (R2 = 0.31139, p < 0.0001, n = 222), however this is not the case
for sORP. This is likely because only one patient from the sORP group exhibited leukocytospermia
(R2 = 0.22706, p = 0.1291, n = 46). In contrast, HDS shows no significant correlation with oxidative stress,
whether it is measured by ROS (R2 = 0.11211, p = 0.085, n = 237) or sORP (R2 = 0.01222 p = 0.9351,
n = 47), irrespective of leukocytospermia (excluding PMN: ROS R2 = 0.10329, p = 0.1249, n = 222; sORP
R2 = 0.01853, p = 0.9027, n = 46).
3.2. Sperm DNA Damage and HDS Levels in Oxidative Balanced versus Oxidative Stressed Semen Samples
The chemiluminescence and MiOXSYS assays have both been validated and verified in-house
at The Doctors Laboratory, which is ISO15189 UKAS accredited. The reference ranges determined
by ROC analysis were ≤13.8 RLU/sec/106 sperm/mL (86% sensitivity; 86% specificity) for ROS and
≤1.4 mV/106 sperm/mL (76.4% sensitivity; 75.9% specificity) for sORP. Samples are considered to be
in oxidative stress if they exceed the clinical reference values. When the patient cohort is separated
into groups with or without oxidative stress, mean DFI (Table 2) was significantly elevated in the OS
group irrespective of the method of OS measurement used, although the difference was much more
significant when OS was measured by redox potential. When samples with PMN are excluded, the DFI
is slightly higher in the group with OS as measured by ROS (24.67 ± 1.78 vs. 22.86 ± 1.59), but this
difference was not significant. There were no samples with leukocytospermia in the group with OS as
measured by sORP. While %HDS was also significantly elevated in samples with high levels of ROS
(Table 3), the increase seen in %HDS in samples with elevated sORP was not significant, which may be
attributed to the lower numbers of samples in this test group.
Table 2. Sperm DNA fragmentation in the presence and absence of oxidative stress.
All Samples

All Samples Excluding those
with Leukocytospermia

Oxidative stress measured by ROS
Oxidative balanced
Oxidative stressed
p value

18.78 ± 1.10 (161)
22.86 ± 1.59 (77)
0.0359

18.75 ± 1.12 (159)
24.67 ± 1.78 (63)
0.0052

Oxidative stress measured by sORP
Oxidative balanced
Oxidative stressed
p value

11.97 ± 1.41 (30)
19.39 ± 1.83 (18)
0.0024

12.14 ± 1.49 (28)
19.39 ± 1.86 (18)
0.004

Values represent the mean %DFI ± SEM. Number of samples in parentheses.
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Table 3. High DNA stainability of sperm in the presence and absence of oxidative stress.
All Samples

All Samples Excluding those
with Leukocytospermia

Oxidative stress measured by ROS
Oxidative balanced
Oxidative stressed
p value

13.45 ± 0.74 (161)
15.78 ± 1.02 (77)
0.0097

13.49 ± 0.75 (159)
16.19 ± 1.16 (63)
0.0077

Oxidative stress measured by sORP
Oxidative balanced
Oxidative stressed
I value

11.07 ± 1.11 (30)
17.89 ± 3.40 (18)
0.0881

10.61 ± 1.09 (28)
17.89 ± 3.40 (18)
0.0672

Values represent the mean %HDS ± SEM. Number of samples in parentheses.

3.3. Correlation between Oxidative Stress, Sperm DNA Damage and Semen Parameters
Oxidative stress is manifested in poor semen quality. Using the two different methods for
measuring OS, the results demonstrate a highly significant negative correlation between OS and
total motility, progressive motility, total motile sperm count, vitality and morphology (see Table 4).
The correlation is approximately twice as strong when OS is measured by sORP compared to ROS for
all parameters with the exception of vitality which shows a stronger and more significant correlation
with ROS (sORP: R2 = −0.13519, p = 0.019; ROS: R2 = −0.20832, p < 0.0001). This indicates that
measurement of sORP may be a more sensitive marker for oxidative stress than ROS. An even stronger,
highly significant negative correlation is seen between DFI and semen parameters, particularly with
total (R2 = −0.53951, p = <0.0001) and progressive motility (R2 = −0.48693, p < 0.0001) and vitality
(R2 = −0.5727, p < 0.0001).
Table 4. Correlation between oxidative stress, sperm genetic integrity and semen parameters.
Value

Count/ml

Total Motility

Progressive
Motility

Total Motile
Sperm Count

Vitality

Morphology

R2
p value
n

−0.15729
0.0004
496

−0.14482
0.0012
495

−0.14444
0.0013
495

−0.17395
0.0001
495

−0.20832
<0.0001
495

−0.12536
0.0053
493

sORP

R2
p value
n

−0.24628
<0.0001
301

−0.21101
0.0002
301

−0.23561
<0.0001
301

−0.25055
<0.0001
301

−0.13519
0.019
301

−0.22642
<0.0001
300

DFI

R2
p value
n

-0.19182
0.0041
222

−0.53951
<0.0001
221

−0.48693
<0.0001
221

−0.27539
<0.0001
221

−0.5727
<0.0001
221

−0.19016
0.0047
220

HDS

R2
p value
n

−0.36663
<0.0001
222

−0.23638
0.0004
221

−0.24938
0.0002
221

−0.27703
<0.0001
221

−0.11497
0.0882
221

−0.48848
<0.0001
220

PMN

R2
p value
n

0.2098
<0.0001
493

0.03497
0.4389
492

0.04169
0.3561
492

0.15498
0.0006
492

0.03037
0.5015
492

0.04361
0.3354
490

ROS

R2 = Pearson correlation coefficients; n = number of samples. ROS = Reactive oxygen species; sORP =
oxidation-reduction potential; DFI = DNA fragmentation index; HDS = sperm with immature chromatin; PMN =
polymorphonuclear leukocytes.

In contrast, HDS levels are not correlated with vitality, but are negatively correlated with all
other semen parameters. The strongest correlation is between HDS and morphology and is highly
significant (R2 = −0.48848, p = 0 < 0.0001). Oxidation reduction potential is also highly significantly
negatively correlated to morphology (R2 = −0.22642, p = <0.0001), although not as strong a correlation
as between HDS and morphology. Polymorphonuclear leukocytes are known to produce high levels
of ROS, however presence of PMN in seminal fluid shows no correlation with classical markers of
oxidative damage in sperm, including motility, vitality and DNA damage (see Table 4), although there
is a strong positive correlation with sperm count.
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3.4. Comparison of Sperm DNA Damage and OS among Different Patient Groups Selected According to
Semen Parameters
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The correlation between the two methods for measuring OS is not strong and this is not surprising
since the assays measure different aspects of OS. Chemiluminescence measurement of OS specifically
detects ROS [51,52]. In contrast, measurement of redox potential generates a single measurement
from the culmination of the plethora of oxidation-reduction reactions occurring within a biological
system [53]. Given that the two methods assess OS from different perspectives, it is important to
establish that they are both relevant biomarkers of sperm pathology in order for them to be useful as
diagnostic tests for infertility.
There is a moderate correlation between ROS and DFI and it is highly significant, while the
correlation between sORP and DFI is not significant. Only one previous study has examined the
relationship between sORP and DNA fragmentation [45], but DNA damage was measured by sperm
chromatin dispersion rather than SCSA as in this study. They showed that while sORP and sperm DFI
were not correlated in fertile men, there was a significant correlation in infertile men [45]. Since the
fertility status of the men in this study was unknown, it is possible that the samples assessed for sORP
contained a higher proportion of men who were fertile. The relationship between OS and DFI becomes
considerably more apparent when samples are grouped according to whether they are considered to
be in oxidative balance or OS. Under these circumstances, there is a significant increase in sperm DNA
damage in semen samples that exhibit OS, whether OS is measured by ROS or sORP, although this is
particularly significant when OS is measured by sORP. There is a wealth of evidence demonstrating
an association between sperm DNA damage and OS assessed by chemiluminescence [40,42–44,52],
but this is the first study to report an increase in sperm DNA damage in samples exposed to OS as
determined by the MiOXSYS assay.
Oxidative stress is well known to manifest its effects on semen parameters [28,38–41,46], as well
as playing a major role in sperm DNA damage [8,21,22,27,30,40,42–44,54]. In this study, while we
have shown that both sORP and ROS are significantly negatively correlated with semen parameters,
the correlation is approximately twice as strong for all parameters, with the exception of vitality,
when OS is measured by sORP. Sperm DNA fragmentation is also significantly negatively correlated
with all semen parameters, particularly with motility and vitality, in agreement with previous
findings [49,55,56]. Interestingly, sperm DNA fragmentation shows a much stronger negative
correlation than OS with sperm motility and vitality, indicating an alternative source for DNA
damage that does not involve OS. Indeed, high DFI levels in some samples are not accompanied
by elevations in sORP or ROS. Although sperm DNA damage and subsequent loss of vitality
is a major consequence of OS [54], oxidative damage is only one of several etiologies that are
responsible for DNA fragmentation, including abnormal caspase activity leading to abortive apoptosis,
incomplete protamination and chromatin packaging abnormalities and anomalies in endonuclease
and topoisomerase II activity [6,8,11].
The association of OS and sperm DNA damage with semen parameters is further highlighted
in this study by the higher levels of these biomarkers seen in semen from patients with abnormal
semen parameters compared to those with normal semen parameters. A significant reduction in
semen parameters and a significant increase in seminal ROS have previously been demonstrated in
infertile men [28]. In addition, sORP was elevated in men with abnormal semen parameters [57],
and a significant correlation between morphology and sORP has been demonstrated in infertile
men [45]. We have shown that samples with abnormal semen parameters are more likely to have
elevated sORP and ROS, with increased DFI and HDS. However, the relationship between sORP, ROS
and DNA damage is more complex and may be dependent upon the source of oxidants. The results
presented in this study corroborate previous findings demonstrating excessive production of ROS by
PMN [12,14,15,33,41,58], but on the contrary, sORP is not elevated in samples with leukocytospermia,
and there is no evidence for any significant increase in sperm DNA fragmentation. On the other
hand, measurement of sperm DNA fragmentation is not a true measurement of DNA oxidation as it
assesses DNA strand breaks only, and oxidation of sperm DNA with ensuing pathology may occur
in the absence of any measurable levels of sperm DNA fragmentation. Furthermore, the presence
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of leukocytes does not appear to cause any damage to sperm parameters in this study. The role of
leukocytes in male infertility remains controversial. Some studies reveal no correlation between
seminal PMN and semen parameters [59] or sperm DNA damage [14,58,59] assessed by either
TUNEL or 8–OHDG, while two studies demonstrated a significant positive correlation between
PMN and DNA damage [12,60] assessed by TUNEL and SCSA respectively, and two studies showed
negative correlations between PMN and semen parameters [12,58]. One explanation for this could
be that there is a temporal lag between release of ROS and the time at which physiological effects in
sperm are manifested. Since the origin of seminal leukocytes is primarily from the male accessory
glands [61], exposure of spermatozoa to ROS produced by leukocytes would only occur at ejaculation,
with insufficient time to have any significant effect on semen quality. However, this does not explain the
low levels of sORP in samples with leukocytospermia, even though PMN are producing exceptionally
high levels of ROS.
Alternatively, it could be argued that the detrimental effects of OS on sperm are due to the location
of ROS production. ROS are produced exogenously by PMN within the seminal fluid milieu, which is
normally enriched in antioxidants [62]. Hence the effects of the oxidants are mitigated before they
come into contact with the sperm. Alternatively, OS produced intrinsically by sperm themselves are
more likely to cause DNA damage as spermatozoa contain negligible antioxidants making the internal
components highly susceptible to oxidative damage [19]. Taken together, these observations may serve
to explain why seminal ROS levels are high and sORP levels are relatively low in the presence of PMN,
since PMN are a source of exogenous ROS, and sORP measurement takes into account the levels of
antioxidants as well as pro-oxidants in the system. It may also explain why the correlation between OS
and semen parameters is much stronger when OS is measured by sORP, and why the increase in DNA
damage in the group with OS is more significant when OS is measured using sORP.
Another marker of sperm genetic integrity is that of high DNA stainability (HDS), which measures
sperm with abnormal protamination of chromatin where nuclear histones are retained. We observed
a strong negative correlation between HDS and sperm morphology confirming previous observations
that sperm head abnormalities can be caused by protamine deficiency, incomplete protamine sulfhydryl
oxidation and chromatin condensation [63,64]. The origin of aberrant protamination in the sperm
nucleus is unclear. Although we did not observe any correlation between HDS and OS, HDS levels
were increased in samples with OS compared to those that did not exhibit OS, but the difference is
only significant when OS is measured by ROS. Furthermore, unlike DFI, HDS is significantly higher
in leukocytospermia consistent with previous studies confirming a role for extrinsic ROS in sperm
nuclear chromatin compaction [65,66].
Overall, the stronger association of sORP with both DNA fragmentation and semen parameters
lends support to the view that measurement of redox potential is a more powerful tool than
chemiluminescence for determining the pathological oxidative state of the sperm. The severity of the
pathological consequences of oxidative stress on sperm highlights the importance of measuring OS
as the most influential marker of sperm function. However, more work is warranted to establish the
proposed theoretical model of extrinsic and intrinsic ROS production and whether leukocytospermia
contributes to sperm DNA fragmentation.
Author Contributions: Authors S.T.H. and J.W.A.R. were involved in the conception and design of the study
and patient recruitment. A.M.V., J.S., A.P.K., A.D., F.G. and J.X. carried out the investigations and collected the
data. Validations were performed by AV and JS. Data analysis was performed by A.P.K., J.S., A.P.K., and S.T.H.
S.T.H. and A.P.K. supervised the project. S.T.H. wrote the manuscript. All authors have read and approved the
final manuscript.
Funding: Sensors for MiOXSYS assays were generously provided by Aytu Bioscience Inc. No additional funding
was required for this study.
Conflicts of Interest: The authors declare no conflicts of interest.

Genes 2019, 10, 236

11 of 14

References
1.

2.
3.

4.
5.
6.
7.

8.

9.
10.
11.
12.

13.

14.

15.
16.

17.
18.

19.
20.

Darbandi, M.; Darbandi, S.; Agarwal, A.; Sengupta, P.; Durairajanayagam, D.; Henkel, R.; Sadeghi, M.
Reactive Oxygen Species and Male Reproductive Hormones. Reprod. Biol. Endocrinol. 2018, 16, 87. [CrossRef]
[PubMed]
Wagner, H.; Cheng, J.; Ko, E. Role of Reactive Oxygen Species in Male Infertility: An Updated Review of
Literature. Arab J. Urol. 2017, 16, 35–43. [CrossRef] [PubMed]
Wright, C.; Milne, S.; Leeson, H. Sperm DNA Damage Caused by Oxidative Stress: Modifiable Clinical,
Lifestyle and Nutritional Factors in Male Infertility. Reproduct. BioMed. Online 2014, 28, 684–703. [CrossRef]
[PubMed]
Tremellen, K. Oxidative Stress and Male Infertility—A Clinical Perspective. Hum. Reproduct. Update 2008, 14,
243–258. [CrossRef] [PubMed]
Dada, R.; Bisht, S. Oxidative Stress Major Executioner in Disease Pathology Role in Sperm DNA Damage
and Preventive Strategies. Front. Biosci. 2017, 9, 420–447. [CrossRef]
Aitken, R. Reactive Oxygen Species as Mediators of Sperm Capacitation and Pathological Damage.
Mol. Reproduct. Dev. 2017, 84, 1039–1052. [CrossRef]
Du Plessis, S.; Agarwal, A.; Halabi, J.; Tvrda, E. Contemporary Evidence on The Physiological Role of
Reactive Oxygen Species In Human Sperm Function. J. Assist. Reproduct. Genet. 2015, 32, 509–520. [CrossRef]
[PubMed]
Aitken, R.; Curry, B. Redox Regulation of Human Sperm Function: From the Physiological Control of Sperm
Capacitation to the Etiology of Infertility and DNA Damage in The Germ Line. Antioxid. Redox Signal. 2011,
14, 367–381. [CrossRef] [PubMed]
de Lamirande, E.; Jiang, H.; Zini, A.; Kodama, H.; Gagnon, C. Reactive Oxygen Species and Sperm Physiology.
Rev. Reproduct. 1997, 2, 48–54. [CrossRef]
O’Flaherty, C.; Matsushita-Fournier, D. Reactive Oxygen Species and Protein Modifications in Spermatozoa.
Biol. Reproduct. 2017, 97, 577–585. [CrossRef]
Sakkas, D.; Alvarez, J. Sperm DNA Fragmentation: Mechanisms of Origin, Impact on Reproductive Outcome,
and Analysis. Fertil. Steril. 2010, 93, 1027–1036. [CrossRef] [PubMed]
Lobascio, A.; De Felici, M.; Anibaldi, M.; Greco, P.; Minasi, M.; Greco, E. Involvement of Seminal Leukocytes,
Reactive Oxygen Species, and Sperm Mitochondrial Membrane Potential in the DNA Damage of the Human
Spermatozoa. Andrology 2015, 3, 265–270. [CrossRef]
Aitken, R.; Baker, M. Oxidative Stress, Spermatozoa and Leukocytic Infiltration: Relationships Forged by the
Opposing Forces of Microbial Invasion and the Search for Perfection. J. Reproduct. Immunol. 2013, 100, 11–19.
[CrossRef]
Mupfiga, C.; Fisher, D.; Kruger, T.; Henkel, R. The Relationship Between Seminal Leukocytes, Oxidative
Status in the Ejaculate, and Apoptotic Markers in Human Spermatozoa. Syst. Biol. Reproduct. Med. 2013, 59,
304–311. [CrossRef] [PubMed]
Henkel, R. Leukocytes and Oxidative Stress: Dilemma for Sperm Function and Male Fertility. Asian J. Androl.
2011, 13, 43–52. [CrossRef]
Koppers, A.; De Iuliis, G.; Finnie, J.; McLaughlin, E.; Aitken, R. Significance of Mitochondrial Reactive
Oxygen Species in the Generation of Oxidative Stress in Spermatozoa. J. Clin. Endocrinol. Metab. 2008, 93,
3199–3207. [CrossRef] [PubMed]
Ford, W. Regulation of Sperm Function by Reactive Oxygen Species. Hum. Reproduct. Update 2004, 10,
387–399. [CrossRef] [PubMed]
Gomez, E.; Buckingham, D.; Brindle, J.; Lanzafame, F.; Irvine, D.; Aitken, R. Development of an Image
Analysis System to Monitor the Retention of Residual Cytoplasm by Human Spermatozoa: Correlation With
Biochemical Markers of the Cytoplasmic Space, Oxidative Stress, and Sperm Function. J. Androl. 1996, 17,
276–287.
Aitken, R.; Gibb, Z.; Baker, M.; Drevet, J.; Gharagozloo, P. Causes and Consequences of Oxidative Stress in
Spermatozoa. Reproduct. Fertil. Dev. 2016, 28, 1–10. [CrossRef]
Moazamian, R.; Polhemus, A.; Connaughton, H.; Fraser, B.; Whiting, S.; Gharagozloo, P.; Aitken, R. Oxidative
Stress and Human Spermatozoa: Diagnostic and Functional Significance of Aldehydes Generated as a Result
of Lipid Peroxidation. MHR Basic Sci. Reproduct. Med. 2015, 21, 502–515. [CrossRef]

Genes 2019, 10, 236

21.

22.
23.

24.
25.
26.

27.

28.

29.

30.

31.
32.
33.
34.

35.
36.
37.
38.

39.

40.

12 of 14

Muratori, M.; Tamburrino, L.; Marchiani, S.; Cambi, M.; Olivito, B.; Azzari, C.; Forti, G.; Baldi, E. Investigation
on the Origin of Sperm DNA Fragmentation: Role of Apoptosis, Immaturity and Oxidative Stress. Mol. Med.
2015, 21, 109–122. [CrossRef] [PubMed]
Aitken, R.; Koppers, A. Apoptosis and DNA Damage in Human Spermatozoa. Asian J. Androl. 2010, 13,
36–42. [CrossRef] [PubMed]
Darbandi, M.; Darbandi, S.; Agarwal, A.; Baskaran, S.; Dutta, S.; Sengupta, P.; Khorram Khorshid, H.;
Esteves, S.; Gilany, K.; Hedayati, M.; et al. Reactive Oxygen Species-Induced Alterations in H19 -Igf2
Methylation Patterns, Seminal Plasma Metabolites, and Semen Quality. J. Assist. Reproduct. Genet. 2018.
[CrossRef] [PubMed]
Menezo, Y.; Silvestris, E.; Dale, B.; Elder, K. Oxidative Stress and Alterations in DNA Methylation: Two Sides
of the Same Coin in Reproduction. Reproduct. BioMed. Online 2016, 33, 668–683. [CrossRef]
Tunc, O.; Tremellen, K. Oxidative DNA Damage Impairs Global Sperm DNA Methylation in Infertile Men.
J. Assist. Reproduct. Genet. 2009, 26, 537–544. [CrossRef] [PubMed]
Santi, D.; Spaggiari, G.; Simoni, M. Sperm DNA Fragmentation Index as a Promising Predictive Tool for
Male Infertility Diagnosis and Treatment Management—Meta-Analyses. Reproduct. BioMed. Online 2018, 37,
315–326. [CrossRef]
Khosravi, F.; Valojerdi, M.; Amanlou, M.; Karimian, L.; Abolhassani, F. Relationship of Seminal Reactive
Nitrogen and Oxygen Species and Total Antioxidant Capacity with Sperm DNA Fragmentation in Infertile
Couples with Normal and Abnormal Sperm Parameters. Andrologia 2014, 46, 17–23. [CrossRef] [PubMed]
Agarwal, A.; Sharma, R.; Sharma, R.; Assidi, M.; Abuzenadah, A.; Alshahrani, S.; Durairajanayagam, D.;
Sabanegh, E. Characterizing Semen Parameters and Their Association with Reactive Oxygen Species in
Infertile Men. Reproduct. Biol. Endocrinol. 2014, 12, 33–42. [CrossRef] [PubMed]
Zini, A.; Lamirande, E.; Gagnon, C. Reactive Oxygen Species in Semen of Infertile Patients: Levels of
Superoxide Dismutase- And Catalase-Like Activities in Seminal Plasma and Spermatozoa. Int. J. Androl.
1993, 16, 183–188. [CrossRef]
Kamkar, N.; Ramezanali, F.; Sabbaghian, M. The Relationship Between Sperm DNA Fragmentation, Free
Radicals and Antioxidant Capacity with Idiopathic Repeated Pregnancy Loss. Reproduct. Biol. 2018, 18,
330–335. [CrossRef]
Leach, M.; Aitken, R.; Sacks, G. Sperm DNA Fragmentation Abnormalities in Men from Couples with
a History of Recurrent Miscarriage. Aust. N. Z. J. Obstet. Gynaecol. 2015, 55, 379–383. [CrossRef]
Evenson, D. Sperm Chromatin Structure Assay (SCSA® ). In Spermatogenesis. Methods in Molecular Biology
(Methods and Protocols); Carrell, D., Aston, K., Eds.; Humana Press: Totowa, NJ, USA, 2013; pp. 147–164.
Homa, S.; Vessey, W.; Perez-Miranda, A.; Riyait, T.; Agarwal, A. Reactive Oxygen Species (ROS) In Human
Semen: Determination of a Reference Range. J. Assist. Reproduct. Genet. 2015, 32, 757–764. [CrossRef]
Vessey, W.; Perez-Miranda, A.; Macfarquhar, R.; Agarwal, A.; Homa, S. Reactive Oxygen Species in Human
Semen: Validation and Qualification of a Chemiluminescence Assay. Fertil. Steril. 2014, 102, 1576–1583.
[CrossRef]
Saleh, R.; Agarwal, A. Oxidative Stress and Male Infertility: From Research Bench to Clinical Practice.
J. Androl. 2002, 23, 737–752.
Agarwal, A.; Bui, A. Oxidation-Reduction Potential as a New Marker for Oxidative Stress: Correlation to
Male Infertility. Investig. Clin. Urol. 2017, 58, 385–399. [CrossRef]
Bar-Or, D.; Bar-Or, R.; Rael, L.; Brody, E. Oxidative Stress in Severe Acute Illness. Redox Biol. 2015, 4, 340–345.
[CrossRef]
Takeshima, T.; Yumura, Y.; Yasuda, K.; Sanjo, H.; Kuroda, S.; Yamanaka, H.; Iwasaki, A. Inverse Correlation
Between Reactive Oxygen Species in Unwashed Semen and Sperm Motion Parameters as Measured by
a Computer-Assisted Semen Analyzer. Asian J. Androl. 2017, 19, 350–354. [CrossRef]
Pasqualotto, F.; Sharma, R.; Nelson, D.; Thomas, A.; Agarwal, A. Relationship Between Oxidative Stress,
Semen Characteristics, and Clinical Diagnosis in Men Undergoing Infertility Investigation. Fertil. Steril.
2000, 73, 459–464. [CrossRef]
Barroso, G.; Morshedi, M.; Oehninger, S. Analysis of DNA Fragmentation, Plasma Membrane Translocation
of Phosphatidylserine and Oxidative Stress in Human Spermatozoa. Hum. Reproduct. 2000, 15, 1338–1344.
[CrossRef]

Genes 2019, 10, 236

41.

42.
43.

44.
45.

46.

47.
48.

49.
50.
51.
52.
53.

54.

55.
56.
57.
58.

59.

60.

13 of 14

Aitken, R.; Buckingham, D.; Brindle, J.; Gomez, E.; Baker, H.; Irvine, D. Andrology: Analysis of Sperm
Movement in Relation to the Oxidative Stress Created by Leukocytes in Washed Sperm Preparations and
Seminal Plasma. Hum. Reproduct. 1995, 10, 2061–2071. [CrossRef]
Khodair, H.; Omran, T. Evaluation of Reactive Oxygen Species (ROS) and DNA Integrity Assessment in
Cases of Idiopathic Male Infertility. Egypt. J. Dermatol. Venerol. 2013, 33, 51–55. [CrossRef]
Saleh, R.; Agarwal, A.; Nada, E.; El-Tonsy, M.; Sharma, R.; Meyer, A.; Nelson, D.; Thomas, A. Negative
Effects of Increased Sperm DNA Damage in Relation to Seminal Oxidative Stress in Men with Idiopathic
and Male Factor Infertility. Fertil. Steril. 2003, 79, 1597–1605. [CrossRef]
Lopes, S.; Jurisicova, A.; Sun, J.; Casper, R. Reactive Oxygen Species: Potential Cause for DNA Fragmentation
in Human Spermatozoa. Hum. Reproduct. 1998, 13, 896–900. [CrossRef]
Majzoub, A.; Arafa, M.; Mahdi, M.; Agarwal, A.; Al Said, S.; Al-Emadi, I.; El Ansari, W.; Alattar, A.;
Al Rumaihi, K.; Elbardisi, H. Oxidation–Reduction Potential and Sperm DNA Fragmentation, and Their
Associations with Sperm Morphological Anomalies Amongst Fertile and Infertile Men. Arab J. Urol. 2018, 16,
87–95. [CrossRef]
Arafa, M.; Agarwal, A.; Al Said, S.; Majzoub, A.; Sharma, R.; Bjugstad, K.; AlRumaihi, K.; Elbardisi, H.
Semen Quality and Infertility Status Can Be Identified Through Measures of Oxidation-Reduction Potential.
Andrologia 2017, 50, e12881. [CrossRef]
World Health Organization. WHO Laboratory Manual for the Examination and Processing of Human Semen,
5th ed.; WHO Press: Geneva, Switzerland, 2010.
Rael, L.; Bar-Or, R.; Kelly, M.; Carrick, M.; Bar-Or, D. Assessment of Oxidative Stress in Patients with
an Isolated Traumatic Brain Injury Using Disposable Electrochemical Test Strips. Electroanalysis 2015, 27,
2567–2573. [CrossRef]
Stahl, P.; Cogan, C.; Mehta, A.; Bolyakov, A.; Paduch, D.; Goldstein, M. Concordance Among Sperm
Deoxyribonucleic Acid Integrity Assays and Semen Parameters. Fertil. Steril. 2015, 104, 56–61. [CrossRef]
Agarwal, A.; Qiu, E.; Sharma, R. Laboratory Assessment of Oxidative Stress in Semen. Arab J. Urol. 2018, 16,
77–86. [CrossRef]
Wardman, P. Fluorescent and Luminescent Probes for Measurement of Oxidative and Nitrosative Species in
Cells and Tissues: Progress, Pitfalls, and Prospects. Free Radic. Biol. Med. 2007, 43, 995–1022. [CrossRef]
Aitken, R.; Baker, M.; O’Bryan, M. Andrology Lab Corner*: Shedding Light on Chemiluminescence:
The Application of Chemiluminescence in Diagnostic Andrology. J. Androl. 2004, 25, 455–465. [CrossRef]
Spanidis, Y.; Mpesios, A.; Stagos, D.; Goutzourelas, N.; Bar-Or, D.; Karapetsa, M.; Zakynthinos, E.;
Spandidos, D.; Tsatsakis, A.; Leon, G.; et al. Assessment of the Redox Status in Patients with Metabolic
Syndrome and Type 2 Diabetes Reveals Great Variations. Exp. Ther. Med. 2016, 11, 895–903. [CrossRef]
Aitken, R.; De Iuliis, G.; Finnie, J.; Hedges, A.; McLachlan, R. Analysis of the Relationships Between
Oxidative Stress, DNA Damage and Sperm Vitality in a Patient Population: Development of Diagnostic
Criteria. Hum. Reproduct. 2010, 25, 2415–2426. [CrossRef]
Smit, M.; Romijn, J.; Wildhagen, M.; Weber, R.; Dohle, G. Sperm Chromatin Structure is Associated with the
Quality of Spermatogenesis in Infertile Patients. Fertil. Steril. 2010, 94, 1748–1752. [CrossRef]
Moskovtsev, S.; Willis, J.; White, J.; Mullen, J. Sperm DNA Damage: Correlation to Severity of Semen
Abnormalities. Urology 2009, 74, 789–793. [CrossRef]
Agarwal, A.; Wang, S. Clinical Relevance of Oxidation-Reduction Potential in the Evaluation of Male
Infertility. Urology 2017, 104, 84–89. [CrossRef]
Henkel, R.; Kierspel, E.; Stalf, T.; Mehnert, C.; Menkveld, R.; Tinneberg, H.; Schill, W.; Kruger, T.
Effect of Reactive Oxygen Species Produced by Spermatozoa and Leukocytes on Sperm Functions in
Non-Leukocytospermic Patients. Fertil. Steril. 2005, 83, 635–642. [CrossRef]
Micillo, A.; Vassallo, M.; Cordeschi, G.; D’Andrea, S.; Necozione, S.; Francavilla, F.; Francavilla, S.;
Barbonetti, A. Semen Leukocytes and Oxidative-Dependent DNA Damage of Spermatozoa in Male Partners
of Subfertile Couples With No Symptoms of Genital Tract Infection. Andrology 2016, 4, 808–815. [CrossRef]
Alvarez, J.G.; Sharma, R.K.; Ollero, M.; Saleh, R.A.; Lopez, M.C.; Thomas, A.J., Jr.; Evenson, D.P.; Agarwal, A.
Increased DNA Damage in Sperm from Leukocytospermic Semen Samples as Determined by the Sperm
Chromatin Structure Assay. Fertil. Steril. 2002, 7, 319–329. [CrossRef]

Genes 2019, 10, 236

61.

62.
63.

64.

65.
66.

14 of 14

Simbini, T.; Umapathy, E.; Jacobus, E.; Tendaupenyu, G.; Mbizvo, M. Study on the Origin of Seminal
Leucocytes Using Split Ejaculate Technique and the Effect of Leucocytospermia on Sperm Characteristics.
Urol. Int. 1998, 61, 95–100. [CrossRef]
Halliwell, B.; Gutteridge, J. The Antioxidants of Human Extracellular Fluids. Arch. Biochem. Biophys. 1990,
280, 1–8. [CrossRef]
Ma, Y.; Xie, N.; Li, Y.; Zhang, B.; Xie, D.; Zhang, W.; Li, Q.; Yu, H.; Zhang, Q.; Ni, Y.; et al. Teratozoospermia
with Amorphous Sperm Head Associate with Abnormal Chromatin Condensation in a Chinese Family.
Syst. Biol. Reproduct. Med. 2018, 19, 1–10. [CrossRef] [PubMed]
Zini, A.; Phillips, S.; Courchesne, A.; Boman, J.; Baazeem, A.; Bissonnette, F.; Kadoch, I.; San Gabriel, M. Sperm
Head Morphology is Related to High Deoxyribonucleic Acid Stainability Assessed by Sperm Chromatin
Structure Assay. Fertil. Steril. 2009, 91, 2495–2500. [CrossRef] [PubMed]
Aitken, R.J.; De Iuliis, G.N. On the Possible Origins of DNA Damage in Human Spermatozoa.
Mol. Hum. Reproduct. 2010, 16, 3–13. [CrossRef]
De Iuliis, G.N.; Thomson, L.K.; Mitchell, L.A.; Finnie, J.M.; Koppers, A.J.; Hedges, A.; Nixon, B.; Aitken, R.J.
DNA Damage in Human Spermatozoa is Highly Correlated with the Efficiency of Chromatin Remodeling
and the Formation of 8-hydroxy-20-deoxyguanosine, a Marker of Oxidative Stress. Biol. Reproduct. 2009, 81,
517–524. [CrossRef]
© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

